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In the above article, we did not include a GEO accession number for the gene expression data from our study. The expression
data can be accessed under the accession number GSE47353 at http://www.ncbi.nlm.nih.gov/geo/. In addition, all data used in
our analyses can be obtained at http://chi.nhlbi.nih.gov.Reprogramming Committed Murine
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During the preparation of the above article, we erroneously submitted a supplemental table (Table S2) in which the primer pairs listed
did not correspond to the PCR product sizes shown in the table. The table has been corrected online.226 Cell 158, 226, July 3, 2014 ª2014 Elsevier Inc.
